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60S ribosomal protein L38
CDGSH iron-sulfur domain-containing protein 2
P23

Hexokinase1 type 2
NADH dehycrogenase [biquinone] 1 alpha subcomplex subunit 10, mitochondril 1.2
Probable thiopurine S-methyliransferase .
Vacuolar protein sorting-associated protein 13C

Ubiquitin carboxyl-terminal hydrolase 5

ups

Aldose reductase
‘Succiny-CoA ligase [GDP-forming] subunit beta, mitochondrial 1
Exportin-1

Programmed cell death protein 5

up12

uP4

0.8

CAAX prenyl protease 1 homolog
Insulin-degrading enzyme

ot
Protein unc-119 homolog B

{ubiquinone] 1 subunit 12

uPs.

Collagen alpha-8(V1) chain

Lysosomal alpha-mannosidase 0 4
uP10 .

Interferon-induced protein 44-like:
Phosphoacetylglucosamine mutase
Apolipophorins

w 0.2

"
Nuclear protein MDM1

)

Probable proline iminopeptidase

Serinefarginine-ich splicing factor 10

Ar-GAP with dual PH domain-containing protein 1 0
22

WD repeat-containing protein 66
Branched-chain-amino-acid aminotransferase
Receptor-type tyrosine-protein phosphatase beta
Enkurin

Histone deacetylase complex subunit SAP18
UP1s

Calcium uniporter protein, mitochondial
Beta-hexosaminidase subunit beta
Prohormone-4
408 ribosomal protein S9
Adenylosuccinate lyase
Alpha-L-fucosidase
'SAM domain and HD domain-containing protein 1
NADP-dependent malic enzyme, mitochondrial
U1 small nuclear ribonucleoprotein A
Pre-mRNA-processing factor 19

19

Nourexin-4
Kyphoscoliosis pepidase

Prostaglandin reductase 1

P16

265 proteasome non-ATPase regulatory subunit 12

Putative leucine-rich repeat-containing protein DDB_G0290503

17
1,2-dihydroxy-3-keto-5-methylthiopentene dioxygenase
265 protease regulatory subunit 8

Rho GTPase-activating protein 8
Myosin heavy chain 95F
Uncharacterized protein
Cadherin-23

Clathrin interactor 1
Hexokinase2 type 2

up21

uP20

upz
uP13

uP14
Phosphatidylinositol-binding clathrin assembly protein LAP

Eukaryotic translation initation factor 3 subunit A

Putative amidohydrolase y

Lymphocyte cytosolic protein 2

Poly [ADP-ribose] polymerase 3

Laminin subunit beta-2

‘Tubulin-folding cofactor B

uncharacterized protein FLJ46082 homolog

Universal stress protein MSMEG_3950

408 ribosomal protein $29

ADP-ibose pyrophosphatase, mitochondrial
7

Nucleolar protein2 56
Nucleolar protein1 56
UDP-N-acetylhexosamine pyrophosphorylase
60S ribosomal protein L13

408 ribosomal protein S3-8

Alpha-crystallin B chain
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